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Education 
 

2006 – 2010          University of Cambridge, UK, PhD thesis at the Welcome Trust Sanger Institute 
2001 – 2006          University of Zagreb, HR, Diploma engineer in Molecular Biology 
1997 – 2001          Mathematical Gymnasium, Split, HR 

 
Professional experience 
 

Since  2020            Group Leader at Empa, Materials Science and Technology, CH 
2015 – 2019           SNF SystemsX Fellow, ETH Zurich, CH 
2013 – 2015           CellNetworks fellow, DKFZ Heidelberg, DE 
2011 – 2013           Postdoctoral fellow, MRC LMB, UK 
2014 – 2019           Expert adviser for European Commission, Brussels, BE 
 

Invited talks 
 

2019                       Swiss Proteomics Meeting, Montreux, CH 
2018                       European Association for Cancer Research, Bergamo, IT 
2018                       From Functional Genomics to Systems Biology, EMBL 
2018                       Personalized Health conference, Zurich, CH 
2017                       Seattle Institute for Systems Biology, Seattle, USA 
2016                       European Bioinformatics Institute, Hinxton, UK 
2016                       Center for Molecular Medicine, Cologne, DE 
2016                       Anita Borg Birthday Anniversary, Google, Zurich, CH 
2016                       American Society for Mass Spectrometry, San Antonio, USA 
2014                       European Bioinformatics Institute, Hinxton, UK 
2013                       Society for Bioinformatics in Northern Europe, Torun, PL 
2013                       DyProt meeting, Dresden, DE 
2012                       Gordon Research Conference, Vermont, USA 
2012                       Copenhagen Bioscience Conference, Copenhagen, DK 
2012                       Universite Laval, Montreal, CA 
2010                       Functional Genomics and Disease, Dresden, DE 
 
Awards 
 

2009                       Poster award at IMSB/ECCB conference on Computational Biology, SE 
2005                       Outstanding student award, Faculty of science, University of Zagreb 
2001                       Outstanding student award, Mathematical Gymnasium, Split, HR 

Reviewing 
 

I reviewed manuscripts for Cell, Cancer Cell, Cell Systems, Cell Reports, Nature Genetics, PLoS 
Comp Biol, Bioinformatics, Nature Communications and Molecular BioSystems 
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